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No 




MIPS#2S 


4§£ii§ (description) 


01 . . MET ABO 
LISM 


DEL003 


YGL026C 


01. 01. 01 


h V 7 b 7 T *SiS>9—& : tryptoph 
an synthase 


DEL004 


YGR180C 


01. 03. 07 


V * K y #9 9 — if /Mr 
y ^- ^ y h : ribonucleotide reducta 
se small subunit 


DEL009 


YDR127W 


01. 01. 01 


: arom pentaf unct ional enzyme 


DEL016 


YCR028C 


01. 02. 04 
01. 05. 04 
01. 06. 10 
01. 07. 10 


h T" VB8->* — ^ T* — If : Pantothe 
nate permease 


DEL023 


YLR284C 


01. 06. 04 


y /V-CoA 9— £ : delta3-ci 
s-del ta2- trans- en oyl-CoA isomeras 
e 


DEL028 


Y0R221C 


01. 06. 07 


^ a - yU-CoA : ACP h^>-X^ji^ — 
if : malonyl-CoA : ACP transferase 


DEL031 


YAL021C 


01. 05. 04 


S^HinHT* : transcriptional regu 
lator 


DEL038 


YGL224C 


01. 03. 04 


t'!i ; 5-^ ^ V^r5- ^ —if : pyr 
imidine 5-nucleot idase 


DEL052 


YBL042C 


01. 03. 04 


# y — ^ T — if : Uridine perm 
ease 


DEL056 


YDR148C 


01. 05. 01 


if E2 J$:fr : 2-oxoglutarate 
dehydrogenase complex E2 componen 
t 


DEL064 


YHL025W 


01. 05. 04 


^Ic^ffifjfeH-p : Global transcripti 
on activator 


DEL073 


YLR307W 


01. 05. 01 


Ki^-^f XT/tf 7 —if : spo 
rulat ion-specif ic chitin deacetyl 
ase 


DEL078 


YLR345W 


01. 05. 04 


Pfk26p, 6-3*** ;7/U^ h-2-^r^" — 
if ^fgl* : similarity to Pfk26p and 
other 6-phosphof ructo-2-kinases 


DEL079 


YLR354C 


01. 05. 01 


h 7 V^T/U K9 —if : transaldolas 
e 
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DEL08<s 


YrLi^yw 


01. 04. 04 
01. 05. 04 


3 VET*), 30 kD : TFIIFsubunit (tr 
anscription initiation factor), 30 
kD 




DEL083 


YPR060C 


01. 01. 01 


3 y ^ ^ ff£-k 9 £ : chorismate muta 

se 


D N A^/£ 
03 . . CELL 
CYCLE AND D 
NA PROCESS I 
NG 


DEL004 


YGR180C 


03. 01. 03 


y w^-^ K ]) ?t if /hif 

^ y h ; ribonucleotide reductas 
e small subunit 


DEL010 


YDR150W 


03. 03. 01 


t^ilE^I:^^^^ : nuclear migration 
protein 


DEL011 


YGL240W 


03. 03. 01 


^^ffii^BT-^^ : component of the 
anaphase promoting complex 


DEL015 


YBL058W 


03. 03. 01 
06. 06. OA 


Gic7 P > is* /ismw^y^- - y 

F : potential regulatory subunit fo 
r Glc7p 


DEL019 


v t i nocm 

Y ILOooW 


06. 01. 06 


ATF/CREB f^ttST- : ATF/CREB activat 
or 


n rri Ann 

DLLOZZ 




06. 06. 01 


CDK-1^ ? y isftt&iklgi&fc : diverge 
nt CDK-cyclin complex 


DEL048 


■if i n o n ^ or 

YLR381W 


03. 03. 04. 
05 


T V & — =*r ^ h ^ T ^ ^ : outer k 
inetochore protein 


DEL050 


Y0R026W 


03. 03. 01 


ImMMMMlk* :cell cycle ar 
rest prote in 


DEL051 


YPL018W 


03.03.04. 
05 


7W-^r^ F ^ T ^ >v* ^ : outer k 
inetochore protein 


DEL054 


YBL063?/ 


03. 03. 01 


3r-^ v^tHiS^ y/^ : kinesin-relat 
ed protein 


DEL057 


YDR363W 

— A 
n 


03. 03. 01 


US : regulator of exocytosis and pse 
udohyphal differentiation 


DEL065 


YIR026C 


03. 03. 02 


o :7 # ^ y -j # — if ; Protein t 
yrosine phosphatase 


DEL070 


YLR234?/ 


03. 03. 01 


DNA F *°-f y ^ 5 — "tf III : DNA topois 
omerase III 


DEL080 


YMR032W 


03.03.03 


i&IJI&^gfr-BI-S- : involved in cytokin 
esis 
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DEL082 


YPL129W 


03. 03. 01 


TFIIF ^-^f^-^y h 
— i/a >m^-)> 30 kD : TFIIF sub 
unit (transcription initiation f 
actor) , 30 kD 


04 . . TRANS 
CRIPTION 


DEL012 


YGR006W 


04.05.05.0 
1 


U5 snRNA-HiS ^ W : U5 snRN 
A-associated protein 


DEL019 


YIL036W 


04. 05. 01. 0 
4 


ATF/CREB : ATF/CREB acti 
vator 


DEL021 


YKR082W 


04. 07 


t^HSTL^ 7 >^ ^ : nuclear pore pro 
tein 


DEL022 


YLR226W 


04.05.01.0 
4 


CDK-^-f ^ y > ft & : dive 
rgent CDK-cyclin complex 


DEL026 


YML112W 


04. 05. 01. 0 
4 


X/^tf^i/^MiQ <4 V(CTD)* 
y :/ m — ^ : carboxy- 

terminal domain (CTD) kinase, ga 

mma subunit 


DEL027 


YMR021C 


04. 05. 01. 0 
4 


^S^^^t^ST- : metal binding 
activator 


DEL031 


YAL021C 


04. 05. 01. 0 
4 


Ss^PHiilS ~F* : transcriptional re 
gulator 


DEL033 


YDR195W 


04. 05. 05 


RNA 3'^SS WZf&f M : RNA 3' 
-end formation protein 


DEL049 


Y0L068C 


04. 05.01. 0 
4 


Mfc^ttlM* >-s<#'R : silencing 
protein 


DEL055 


YBR279W 


04. 05. 01. 0 
4 


DNA#ti¥f£ RNA 7 — if II 
PSpBT- : DNA-directed RNA polym 
erase II regulator 


DEL058 


YGL070C 


04.05.01.0 
1 


DNA#;#t£ RNA # V * — 9 — if II, 
14.2 KD ^"f=JL^y V : DNA-direc 
ted RNA polymerase II, 14.2 KD s 
ubunit 


DEL059 


YGL071W 


04.05.01. 0 
4 


^m^fe^nUm^ : iron-regulat 
ed transcriptional repressor 


DEL060 


YGL222C 


04. 05. 05. 0 

3 


mRNA f >f ytf^ ^ffiitt : stimu 
lates mRNA decapping 


DEL064 


YHL025W 


04.05.01.0 
4 


tS^fifttB^r*- : global transcripti i 
on activator 


DEL071 


YLR266C 


04.05.01.0 
4 


Si^lS^P (IIS©) : weak similar 
ity to transcription factors 
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DEL082 


Y PL 129?/ 


04. 05. 01. 01 


TFIIFIf-:/^^ ^ h (te^-f =■ 
is^— i/3V@^) 5 30 kD :T 
FIIF subunit (transcription 
initiation factor), 30 kD 


05 . . PROTE 
IN SYNTHESI 
S 


DEL015 


YBL058W 


05. 07 


Gic7 P #t > is-Y/i-mBiyy 

^- z=- y V : potential regulato 
ry subunit for Glc7p 


DEL044 


YLR287C-A 


05. 01 


40S /hih^^x^ y V V — 
A & : 40S small subuni 
t ribosomal protein 


DEL062 


YGR084C 


05. 01 


^ h^y KDTMfy- A ^ 
>s*# . fb7~?zs-~y h : mi to 
chondrial ribosomal protein 
, small subunit 


DEL077 


YLR344W 


05. 01 


60s x-v-y^- y h y 

: 60S large subuni 
t ribosomal protein 


— is 3 >) 
06 PROTE 
IN FATE (fo 
lding, modi 
fication, d 
est mat ion) 


DEL007 


YKL080W 


06. 10 


?£J!SH+-ATPT — if VI K^-Y 
V 42 KD i^^^L- <y h : H+-A 
TPase VI domain 42 KD subun 
it, vacuolar 


DEL008 


YLR447C 


06. 10 


SEJISH+-ATPT — ifVO h'^> 
36 KD i^^^-^>y h : H+-ATPa 

se V0 domain 36 KD subunit, 
vacuolar 


DEL011 


YGL240W 


06. 07 
06. 13. 01 


fSSBffiitBT-J*** : component 
of the anaphase promoting c 
omplex 


DEL013 


YGR105W 


06. 10 


atpt— if rtstr-fr v:/y — * 

V*^^ : ATPase assembly in 
tegral membrane protein 


DEL018 


YGL206C 


06. 04 


9 7 V y yfft : clathrin hea 
vy chain 


DEL020 


YKL119C 


06. 10 


H+-ATPT — fcf T yir y — 
& H : H+-ATPase asserab 
ly protein 


DEL034 


YDR414C 


06. 04 
06. 07 


rtlRflliat^w^H : Putative 
transport protein of inner 
memb ranes 
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DEL040 


YHR060W 


06. 10 


ATPT— if Tir>yy— ^ 
: vacuolar ATPase asse 
mbly protein 


DEL046 


YLR292C 


06. 04 


y h : ER protein-translocat ion 
complex subunit 


DEL047 


YLR306W 


06. 07 


2^- t^^^ffi&mM : E2 ubiqui 
tin-conjugating enzyme 


DEL061 


YGL227W 


06. 13.04 


t h RANBPM NP_005484. 1 (%%Mi& 
) ; weak similarity to human R 
ANBPM NP_005484. 1 


DEL063 


YGR270W 


06. 13. 01 


: 26S proteasome subunit 


08 . . CELLUL 
AR TRANSPORT 
AND TRANSPO 
RT MECHANISM 

S 


DELOOO 


YPR036W 


08. 13 


fi£fl&H+-ATPT — if VI Ky-r>- 54 
KD ^rrfz3.-y V : H+-ATPase VI 
domain 54 KD subunit, vacuolar 


DEL002 


YDR027C 


08. 07 


vp5i-54is^f--7 r ^^ y k 

WH^&M : subunit of VP51-54 c 
omplex, required for protein s 
orting at the yeast late Golgi 


DEL006 


YHR039C-A 


08. 13 


m&H+-ffiT& ATP T tf V0 

^ >- 13 KD i^^^-^ <y h : H+-tr 
ansporting ATPase V0 domain 13 
KD subunit, vacuolar 


DEL007 


YKL080W 


08. 13 


?£Jl&H+-ftj3£ ATP T — if VI Y ^ 
>"42 KD i^^zL^ <y h : H+-ATPas 
e VI domain 42 KD subunit, vac 
uolar 


DEL008 


YLR447C 


08. 13 


m&H+-tmm ATPT — tf V0 

36 KD ir:/^^ y h : H+-AT 
Pase V0 domain 36 KD subunit, 
vacuolar 


DEL018 


YGL206C 


08. 19 


$ y X ]) >Jl$ft : clathrin heavy 
chain 


DEL021 


YKR082W 


08. 01 


^KTL^ ^ : nuclear pore p 
rotein 


DEL046 


YLR292C 


08.99 


ER^ 

y V : ER protein-translocat ion 
complex subunit 


DEL054 


YBL063W 


08. 22 


^r^i/VHi*^ : kinesin- 
related protein 
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mm 

11. 07 . . det 
oxif ication 
MM 


DEL014 


YJR104C 


11. 07 


Cu/Zn — KS>* 

— if : copper-zinc superox 
ide dismutase 


DEL027 


YMR021C 


11. 01 


^JH^^SteE^ : metal bindi 
ng activator 


13 . . REGULA 
TION OF / IN 
TERACTION WI 
TH CELLULAR 
ENVIRONMENT 


DEL000 


YPR036W 


13. 01. 01.03 


S&8&H+-ATPT — -tf VI K^-^V 
54 KD ^^fz^^y h :H+-ATPase 
VI domain 54 KD subunit, vacu 
olar 


DEL006 


YHR039C 
-A 


13. 01. 01. 03 


?<£JiSH+-^i2i ATPT — if V0 
W > 13 KD f-^^r^^ h : H+-t 
ransporting ATPase V0 domain 
13 KD subunit, vacuolar 


DEL007 


YKL080W 


13. 01. 01. 01 


?£JiSH+-^]x£ ATPT — tf VI K;*>T 
V42 KD ih^^-^i y h : H+~ATPa 
se VI domain 42 KD subunit, v 
acuolar 


DEL008 


YLR447C 


13.01.01.03 


^^H+-$^^l ATPT — If VO Kt< 
>f > 36 KD ty^^^y h : H+-A 
TPase VO domain 36 KD subunit 
, vacuolar 


DEL059 


YGL071W 


13. 01. 01. 01 


^P^i^^iWJH 1 ?- : iron-regu 
lated transcriptional repress 
or 


DEL065 


YIR026C 


13. 11. 03. 01 


*f-VL^/>7**7T# —if : pro 
tein tyrosine phosphatase 


'Milk y 3i >r h 
14 . . CELL F 
ATE 


DEL001 


YDL151C 


14.04.03.01 


WmVkM&y-^ hjggU-BliS : i 
nvolved in bipolar bud site s 
election 


DEL015 


YBL058W 


14. 04. 03. 01 


Gic7p ^v-i^-y^ j\-mw^-y^ 

^ y b : potential regulatory 
subunit for Glc7p 


DEL021 


YKR082W 


14. 04. 03.05 


Glc7p tfT > v'*/l"WfipU" >^ 
=^ y b : potential regulatory 
subunit for Glc7p 


DEL032 


YDL151C 


14. 04. 03. 01 


SXftttUJ^lJ-'f hiSfe^HSS : i 
nvolved in bipolar bud site s 
election 


DEL049 


Y0L068C 


14. *4. A 2.03 


itG^-Uflffl * l/;<?m : silenci 
ng protein 


DEL057 


YDR363W 
-A 


14.04.03.01 


: regulator of exocyt 
osis and pseudohyphal differe 
ntiation 
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DEL064 


YHL025W 


14. 04. 03. 0 
3 


g^attftST- : global transc 
ription activator 




DEL065 


YIR026C 


14.04. 03.0 
5 


fPi/ % /7t^77 if : pro 
tein tyrosine phosphatase 




DEL073 


YLR307W 


14. 04. 03. 05 


3r ^ V f T ir ^ ^ — 
if : sporulation-specif ic chit 
in deacetylase 




DEL080 


YMR032W 


14. 01 

14. 04. 03. 01 


mX&ftgl^m^ : involved in c 
ytokinesi s 


DEL082 


YPL129W 


14. 04. 03. 03 


v"^ — is -a VST*), 30kD:TFI 
IF subunit (transcription in 
itiation factor), 30 kD 


m 

30 . . C0NTR0 
L OF CELLULA 
R ORGANIZATI 
ON 


DEL002 


YDR027C 


30. 01 
30. 04. 03 


vps 1-54*1 7 — y K 

?V.mm\~>&M. : subunit of VP 
51-54 complex, required for 
protein sorting at the yeast 
late Golgi 


DEL034 


YDR414C 


30. 01 


rtflUtt^ ©Putative t 
ransport protein of inner me 
mbranes 


DEL048 


YLR381W 


60. 10. 06 


r r> # — h ^ T : outer kin 
etochore protein 


DEL062 


YGR084C 


30. 16 


/JnH^^^l^^ h ; mi toe 
hondrial ribosomal protein, 
small subunit 


DEL080 


YMR032W 


30. 04 


Iffllfeftm^M-^ : involved in c 
ytokinesis 


mmvim— 

67 . . TRANSP 
UK1 rAOlLl 1 A 
TION 


DEL000 


YPR036W 


67. 04. 01. 02 
67. 50. 22 


ft£iI&H+-ATPT — if VI -Y >"5 
4 KD h : H+-ATPase 
VI domain 54 KD subunit, vac 
uolar 


DEL005 


YHR026W 


67. 04. 01. 02 
67. 50. 22 


?f£Ji&H+-ATPT — if 23 KD ^zf 

y h : H+-ATPase 23 KD sub 
unit, vacuolar 


DEL006 


YHR039C-A 


67. 04. 01. 02 
67. 50. 22 


^^H+-ffiiM ATPT-if V0 K 
* 4 V 13 KD ^ y h : H+ 
-transporting ATPase V0 doma 
in 13 KD subuni t, vacuolar 


DEL007 


YKL080W 


67. 04. 01. 02 
67. 50. 22 


?£Ji&H+-$&i£ ATPT — ifVl 

>42 KD ^ y h : H+-AT 
Pase VI domain 42 KD subunit 
, vacuolar 
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DEL008 


YLR447C 


67. 04 
. 01. 0 

2 

67. 50 
. 22 


S£JISH+-$iii£ ATPT — tf VO 

y 36 KD t^^^^ h :H+-ATPase 

VO domain 36 KD subunit, vacuola 

r 


DEL016 


YCR028C 


67. 21 


s<> b"r — ^ T - — If : Pantot 
henate permease 


DEL046 


YLR292C 


67. 99 


er^ >s<* KHiiiSSi^U-:/^-- y 

h : ER protei n-translocat ion com 
plex subunit 


UNCLASSIFIED 
PROTEINS 


DEL053 


YBL056W 


98. 


-try y/^v-t^y ^>y<^W^ 

*^~7T # — if PP2C : ser/thr pro 
tein phosphatase PP2C 


DEL017 


YDR149C 


99. 




DEL024 


YLR285W 


99. 


A. thalianafKtfc^ (S3SIS) 
: weak similarity to A. thaliana 
hypothetical protein 


DEL025 


YLR311C 


99. 


S. tarentolaeCO 9 V zf h >> & V 
s<£WG4 (13lgf&) : weak similar 
ity to S. tarentolae cryptogene p 
rote in G4 


DEL029 


YOR331C 


99. 




DEL030 


YPR123C 


99. 




DEL035 


YDR525W-A 


99. 


PMP3/SNA1 


DEL036 


YDR539W 


99. 


E. coli rfah-rfeiteT-RBcOiKSi* 
W*^R55. 3 kDa (gi : similari 
ty to E. coli hypothetical 55.3 k 
Da protein in rfah~rfe intergeni 
c region 


DEL037 


YDR540C 


99. 


*mm*zMmmfc* mu simiia 

rity to E. coli unknown gene 


DEL039 


YGL246C 


99. 


C. elegans ^ K(99&<El 
) : weak similarity to C. elegans 
dom-3 protein 
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DEL041 


YJL204C 


99. 


SNARE SnclpV if -f ^/W^Rii^ : involved 
in recycling of the SNARE Snclp 


DEL042 


YLR282C 


99. 




DEL043 


YLR287C 


99. 


S. porabeiHife^ ©SPAC22E12 (ili 
f£i) : weak similarity to S. pombe hypo 
thetical protein SPAC22E12 


DEL045 


YLR290C 


99. 


S. pombefl^la^ JCSPCC1840. 09 (11 
HHBl) : similarity to hypothetical pr 
otein SPCC1840. 09 S. pombe 


DEL066 


YJL18SC 


99. 




DEL067 


YJL192C 


99. 


*«raHaK[H+]ATPT-if(OER«»Hlffiii,P 
mal : facilitates ER export of the yea 
st plasma membrane [H+]ATPase, Pmal 


DEL068 


YJL211C 


99. 




DEL069 


YKL037W 


99. 


C. elegans ubc-2^ (Pffifi*) : we 
ak similarity to C. elegans ubc~2 prot 
ein 


DEL072 


YLR283W 


99. 


Smc2p (ilSlftD : weak similarity to S 
mc2p 


DEL074 


YLR312C 


99. 


{KH^^^- 7 ^ -.hypothetical protein 


DEL075 


YLR315W 


99. 


) : weak similarity to rat apolipopro 
tein A-IV 


DEL076 


YLR320W 


99. 


{£tt£ & 1/ s< 9 : hypothetical protein 


DEL081 


YPL030W 


99. 


C. elegans iKR^W** (MU) : simi 
larity to C. elegans hypothetical prot 
ein 



[0015] ^T©IIJ6W^Ti^bfcl2«S©^b^fcJt©5t>73WH£lJb©-fb1^ 

[0016] $s#mu:5#m 
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*** 


itm-r ^sm^m (oi.oo 


2 


Km-c-ik&%te£Tf&ifc{kmttm (01.05) 


1 


mn, Bgw^iovy^n^v^ b-ixm (01 

. 06) 


3 


y islsjf (03.01) 


2 


3.03) 




4 


te^-mRNAte^ (04.05) 


5 




-m&i&ffii (06.07) 


1 


167. 

r -< ^ 

6. 10) 


a >-) -iea^ft^7ty7> (o 


4 




toast****— *■&*& (os. 13) 


3 


^ >^ (13. 01) 


3 


mm? 


^-f h -^93^^(14.04) 


3 




fi--T h 9 (67.04) 


4 




it-**** (67.50) 


4 




5 (99) 


4 



[0017] fRicaft^^dsms-rsatBSrWi-s^tt. msu-o&^vhut, mm\H 
mmkffimm-mm&T£ (08.13) , Mrtm^fiti/^M^B-- r^tfefc**-;* 

*v^(13.0lX #^{J£it— r^h^^^— (67.04) . (ftSHEjg-HiSIPfili ( 
67.50) r*MSdS#3&»ofeo 

^vt£*^;**i/;*(i3.oi\ nsnEjt—f^-vh^^jK— (67.04) x mmi&m 

-ffi&mffi (67.50) ttate^JftSMCUTV^iS, JitelOitfcT-tf)?^ 50%^r<D 

fc-r-t^^^ttfCo te?-mRNAte? (04.05) % MM»i^DNA^-JNa 
J&JSffl (03.03) % Mlfa7^h-MBfoMb(14.04\ ftftffiilffl 88 tDNA-p^-DNA-p^ 

(03.0D, w&°7=*(H7*~- Asfjis?* ^m. f^-^y)-ies^© 

T-fe>-://K06.ioK fttt-T57H*£#j£<oi.oi), ftm-c-^x £bMblfcffc»( 

oi.o5) , jmsc. j§gt&^ -ry^o^v-fKftit (01.06) Ms^«©tf;#icSKB8-£-r- 
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[0018] &mwtemm&>t\-<D$k£.V!ihm\<^z>z.k&~e%z>o ^\^m^m\±. mx.&tK ^ 

£.Z>ftn\Z&X<^X r$£fg(description)j bVXndML-X^^mm^mir&Mte^-tf 

&mmz&tf%mmmte^<DMMb'rz>z.bftx%Z) 0 
cooi9] (2)mmistcmm^-WLmw(D®im 

[0020] ^wr*. fc^mztt-tzm^msfa _lltv ^jt^^c^?rig^L-. 
, s^-^vvT^ymmmnft^m^ m2M, mwtt. i99o^tf , 189 
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Mfcl-<D^m&TRWifo\Z.t\-mirttmX&&(3zre\\e CJ, Manson CL, 
MacCallum DM, Odds FC, Gow Na, Brown AJ. :GFP as a quantitative reporter of 
gene regulation in Candida albicans. Yeast 2004 Mar;21(4):333-40) o 
[0021] ^J}SjS#^m^a:«^0J(D^^«^^^M^ffl^#6a^TOtt 

YPR036W, YDL151C, YDR027C, YGL026C, YGR180C, YHR026W, YHR039C-A, 
YKL080W, YLR447C, YDR127W, YDR150W N YGL240W, YGR006W. YGR105W\ 
YJR104C N YBL058W, YCR028C, YDR149C, YGL206C, YIL036W\ YKL119C, 
YKR082W, YLR226VW YLR284C, YLR285W, YLR311C. YML112W\ YMR021C, 
YOR221C, YOR331C, YPR123C, YAL021C, YDL151C, YDR195W, YDR414C. 
YDR525W-A, YDR539W, YDR540C, YGL224C, YGL246C, YHR060W, YJL204C, 
YLR282C, YLR287C, YLR287C-A. YLR290C, YLR292C, YLR306W, YLR381W, 
YOL068C, YOR026W, YPL018W, YBL042C, YBL056W, YBL063W, YBR279W, 
YDR148C, YDR363W-A, YGL070C, YGL071W. YGL222C. YGL227W % YGR084C 
% YGR270W\ YHL025W, YIR026C, YJL188C, YJL192C, YJL211C, YKL037W, 
YLR234W X YLR266C, YLR283W, YLR307W\ YLR312C. YLR315W, YLR320W, 
YLR344W, YLR345W, YLR354C, YMR032W\ YPL030W, YPL129W, YPR060C o 

[0022] it¥wmzttir%Mmjfc&kvxmfc^m.<Dmk&m$iu ^mt^x— 
^^^Kf*woo3/oi872^iE«$ti,-cv^ 0 ^mm<Dimm^.^^xn, WOO 
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it 3* 

%s 




YPR036W 


10 


iU^X = ^?a^-fK. ^ftSS " *§5. iKfcfti. sds. dmso. igflsSfS 


YDL151C 


9 


. fi<tS6 - *SS. iftftia. SDS. DM SO . i^^tSfa 


YDR027C 


9 


. Jgftm - 7k&. £{bta. SDS. DM SO . igitSIS 


YGL026C 


9 


ttffi. *<t». SDS . DM so , £<bE& 


YGR180C 


9 


igft^JUTfciS. Itith'JOA, Z^DASft'JOA. h'J^x ~ = ^□^-fH, 
il <t * — 3!K IS . ttfbffl, SDS. DMSO. * ft S» 


YHR026W 


9 


iifb^JUTKIB. SkSth'JOA, igftm-- v-^rJU. z^QAS^'JOA, HJ^x" 

ju^^ = c?p^-f h. ^ftm-7K^. *K<b8B. dmso. m it Siti 


YHR039C-A 


9 


iHtm-7kiE. « -fb 0£i . sds, dmso. mfbSIB 


YKL080W 


9 


*5<b JB~ *tt. «fbl9. sds. dmso. ^{bSIB 


YLR447C 


9 


ItitHJOA. ^ft^--^^^. Z^QAS^'JOA. h'J^i- }l7.X = <?n=?-n: 
. i^tm -4tis. £ ft &\ SDS. DMSO. i£<bS§fl 


YDR127W 


8 


^fbm---y<7-JU. hU^x - JU^^ = ^a^^rK. *fk» ~7Xig. Sftlt^. Jftfctt. SD 
S. DMSO. ±Ht Sl $□ 


YDR150W 


8 


iEtt^JU7k$g. Stg^MJOA. Z^PAi^'JOZ*. h'J^x - = ^P^-fK. 
«^b«- fifiI£Sl. ->7v^'JOL. £ ft Sift 


YGL240W 


8 


A. SDS. DMSO. ^ftffiSti 


YGR006W 


8 


a. £ftt9. sds. igfb^ia 


YGR105W 


8 


feit% — -v J T)l. Z^DAfi^JOA. h'JZ^x -JlvX^^^D^^K. i£<tmZl7X^. 
*g<t&i. SDS. DMSO. SfbSIB 


YJR104C 


8 


tmit^T)^ ?K £S. St^^h'JOAv. — A ^£)'JO A. hU^x-iU^X = ^n^-rK. 
igfb^-7Xlg. SDS. DMSO. IgftffilB 


YBL058W 


7 


SfcBS^HJOA, h'J^x- JU*2 = ?n^-<K. i&itm -tKIS, DM 
so. SfbSIG 


YCR028C 


7 


igft^^JU *SS. hU^x - juxX = ^a^-fH . ^fbSz:* £5. sds. dmso 
. JSfkSta 


YDR149C 


7 


igfb^JUTKIS. It g?^ h l JO A, - ?aAi!73MOA. *gftm-7XIS. ->7><b*3'J 

OA. %fcr a v . gftl© 


YGL206C 


7 


Sfctt*-hUOA. S<t»— ~ -><7-JU. Z^PA^'JOA. ^<tm-7X^. igffcitf. S 
DS. DMSO 
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YIL036W 


7 


13. «nt*B. is ft am 


YKL1 19C 


7 


atg^b'JOA. Zl^P A1373'JOA. h'J^i ZUU^^P^-fF. Sftm~*IS, a 

<b£S. sds. inbats 


YKR082W 


7 


is-fbea, dmso. ig^bsea 


YLR226W 


7 


£fll>:*JU7X£3. Z^DAK^'JOA. MJ 3?x ~ JL- * X = OU ^ 4 K . ^fbSSZlTKiB. £S 


YLR284C 


7 


h'j7xi jut.x = i?Q5-rK. Eflim - 7XiB. tft&m. £-ft$a. sds. dmso. ^ita 
$a 


YLR285W 


7 


s§a 


YLR31 1 C 


7 


£<b^JU7XfS. h'J7x - )IXX = ^p^<K. ^ft^-TKB. «fb!9, DMS 

o. igflisaa 


YML1 12W 


7 


i£ft>^JU?Xia. ititHJOA. &{t&--v'T)\,. Z^DASI^'JOA. MJ^xZ: 
jun;* = ?o^-<K . ^ <b S n * IS . dmso 


YMR021C 


7 


EA^^JUtXIS. St §2 7" h 'J OA. hU7iZ Jl/^^ = ^DT-fK. igYtS -?XIB, SDS 
.DMSO. ig<ftS£S 


YOR221C 


7 


igib^JUTM!!. It^th'JOA. ^ibS — 7XSH. El^m. «<bSa. DMSO. i^itW 
££ 


YOR331C 


7 


iSYt S — ~ v^-Jb, -?p ASiTJ'JOA. MJOx ~JU^^ =^a^-f(=, *£ fl: SB ~ 7X IB . 
igftia. SDS. £fl:S£5 


YPR123C 


7 


*Hb^JU 7X£S. St g?7"MJ9 A. «<bS — -t,-7*JU. K'J^x-JL^^^^P^-fK. 

igflim - 7Xis. dmso. Jgfbaia 


YAL021C 


6 


Stith'JOA, Z^PASS^'JOA. HJ7i ~ Jl,** = ^P^K. £ fl: ~ ?X IE . £3 

bs. *fl:sa. 


YDL151C 


6 


J£rt^*JU:>XaL St g^h'JO A. £flig -7X15. £<t£a. SDS 


YDR195W 


6 


IbfitHJOA, Z^nA^ti'JOA. MJ7i " JU^^ = ^P^fK. ig<b§f5z:7XiB. > 
7> AlTD'JO A. DMSO. 


YDR414C 


6 


Z1C7PA^73U9 A. hU7xZJI,7^=7P7'fh' > ^{b^~7X£S. e&S. £fl:i2. *g 

it a sa 


YDR525W-A 


6 


hg-7i-;u^^ = ^p^-tf. &imm. is flits, sds. dmso. igibasa 


YDR539W 


6 


hU^x - JU^^ = ^P^-TF. aSS^. i§Al§3. SDS. DMSO. igffcSffl 


YDR540C 


6 


h'j^x - ju^^ = ^p^-tk. is<bm-?xas. kksb. sds. dmso. *<bsga 


YGL224C 


6 


<t a &J 


YGL246C 


6 


£fl:y*Jb?X£S. h'J7x " ,\,*X = ?D^<F, ^fblS.SDS. DMSO. £ it S £S 


YHR060W 


6 


*£fb^^JU7X£S. h'J^x- il*X = *g ft. Ii? — tX £3 . «fbia. DMSO. fifl: 


YJL204C 


6 


Mj7xuu^ = 7P7-fK *s<bS-?xas, ssssg?. *sfl;Sfi, dmso. ^fbaia 


YLR282C 


6 


h'J^x- ju^^ = ^p^-<K. Sfbm — 7XSS, JSfb^a. sds. dmso. ffi^bSSS 


YLR287C 


6 


hu^x- }uxx = ^p^-tk, ^fbm -?xsa, ib» sds. dmso. jgflisfa 
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YLR287C-A 


6 


h'J7i = ^D7^F, igftm "ASS, 5$£5. ^fbfti. sds, dmso 


YLR290C 


6 


hu^x = m<tm -7k&, eisss?. e fbsa. sds. mits.^ 


YLR292C 


6 


*E<t % - ?xaa. e*st£a. *§<b£a. sds, dmso, igftssa 


YLR306W 


6 


ig<b^Jl,7X£S. h'J^x" JU:*X = ^P^F, S<tM-A£S, fSSS^l, ffi<fc$fi. ^<b 


YLR381W 


6 


h'j-7i-JU^^ = ^n^-fF, ^{b3? "tXIS, £fb£a. dmso. £lbS£a 


YOL068C 


6 


snt^ji'TXSS. z^da^'joa. hj?x- i\,xx = on=54 f. £<bi6-7X$E, £5 


YOR026W 


6 


i£<tt&--vT)l. hU7i -JU^^ = ^Q^-<F. ^^bm ~tXIS- £<bSth SDS, DM S 

o 


YPL018W 


6 


MJ^x "JU^X = ?d5-TF. ^^b§S~7XtS. KHSL S/PV^UOA. *g ft 85. DM 
so 


YBL042C 


5 


i^ib^-7Xi5, ft St Si. *I<bia. dmso. ig^bSia 


YBL056W 


5 


r^DABft'JOL.QBa. isfbfa. DM SO . SftSSS 


YBL063W 


5 


h'J^x - JU^X = ?Q5-rF. £<b SB -7X13. ig^tlft. DMSO. £ffcsta 


YBR279W 


5 


iSft^JUTKSB* r^PAK^'JOA. ^<bm~7X^. sds. dmso 


YDR148C 


5 


-^PA^'joiA. h'j^x = ?p^-tk, ^<bm~7xas, rasa. ^ ea 


YDR363W-A 




5 


— — — 

F'j^x- >vxx = ?d^<f, tnmm. dmso. ib 


YGL070C 


5 


h'J7xI = ^Q^<F. ^<tm — 7XIM, v7>fWJOA, SDS. DMSO, 


YGL071W 


5 


iSfbsm 


YGL222C 


5 


igYby^JU7XIS. ItlthUCA. h'J7i_ JU** = ^n5-f F. ES^S, igfbSia 


YGL227W 


5 


^<tm~ 7Xis, aits?, vpv^uoa. £<bia. £<bs& 


YGR084C 


5 


*3S?ffl. £<b&5. SDS, DMSO, t^klK} 


YGR270W 


5 




YHL025W 


5 


Itith'JOA, Z^PAK^JOA, h'J7i -JU^X = ^Q^-<F, ^<bm~?X^,D 
MSO 


YIR026C 


5 


ItlthUOA, h'J^x -juxX^p^F, igfbfti, SDS, iglblE£9 


YJL188C 


5 


igibm - txis. ssstffl. *£<b&, dmso. igftsia 


YJL192C 


5 


hU37x-;u7.^: = i?P7-rF, Jgfbsg — ?xss. ssks. £ftia. dmso 


YJL211C 


5 


Igfb^M/ tX$S. F'J^x - JU^X = ^P^<F. SiS.DMSO. Sfbsia 


YKL037W 


5 


Etgth'JOA. hU^x - il*X = ^P^-fF. ^ibm-TXB. DMSO. Ig'fbSiti 
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YLR234W 


5 


igftm — - crju. &<tm - Tkts. «<bte. sds. dmso 


YLR266C 


5 




YLR283W 


5 


*£fb!8. SDS, DM SO . JSftSlfl 


YLR307W 


5 




YLR312C 


5 


- ju^^ = ^n^-rK. ^bfg-7X£B, ces. gfbsr ^itsrj 


YLR315W 


5 


S^bp<^^7Xia. £tS?th'JO/;. —^nuWJMOi*. h'J7i - A,*:2 = ^a5>f f. 
-fb^'j o a 


YLR320W 


5 




YLR344W 


5 


ig{b^-?Kis, ^Lisea. SDS. DM SO . i£fb®ia 


YLR345W 


5 


EZBSH. *SftKJ. SDS. DM SO , ^<bs$a 


YLR354C 


5 


«*tSS=7kls. Jgfclfi* sds. dm so , EfbEta 


YMR032W 


5 




YPL030W 


5 


h'j7x3JU^^ = ^a^-rK, *{t»— GBS. >7v<b£'JOA. sds 


YPL129W 


5 




YPR060C 


5 


igflise — - v^r^u. £<bm - tKIS. £<b&. SDS. DMSO 



[0024] (3)=3r^h 

[0025] (4) mMw 

^^itHS^FfiS^fcte Yeast Deletion Homozygous Diploid (YKO Plate sets: Yeast 
Deletion Homozygous Diploid complete set, ResGen , Invitrogen) ^Hfeffl Ufco Z.(D 
5ft^^*£ig#ctf>£i#;te:Saccharomyces crevisiae BY4743T?fc<5o WtM^Mfc^tikM 
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„ ;fc^f^*j-#|f3:Homozygous diploids (*^e^^ irUT '&TSF»»rt&fc3ft£e?' 

=* —^2%) {ct25^c }c*5v ^xmmmm'tzz.b kxv fei&vm ittz>&*> \z.mM$ 

[0028] ^5. ^#/K7V— Uz£&Mte?ffimW<Dffi^&M%l(£>4k¥V0W 



No 






C001P 




0. 07jiM 


0. 2pM 


0. 6jiM 


C002P 




0. 3roM 


IraM 


3raM 


C003P 




IraM 


3raM 


9raM 


C004P 




0. 3raM ilraM !3raM 


C005P 




0. 007mM p. 02mM ;0. 06mM 


C006P 




0. 033raM 


0. IraM p. 3mM 


C007P 




2. 67raM 

1 


3raM i24mM 

i 


C008P 




6raM 


18raM ;54mM 


C009P 




0. 67raM 


2raM 6raM 


C010P 


SDS 


0. 003% 


0.01% iO.03% 


coup 


DMS0 


1% 


p% 


C012P 




3. 3raM 


llOraM !30mM 



[0029] b)j|&& 

^soomm^m^^mm^^ -x^mwm^^M^n^tco safest 
•£t#>fr 0 ^x\ m^^-tttt. 2m&u±xmmz.tti'X3LmB.m&&bti 
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&£xfmtef& (^w»u< tt&ismm &mwkt^x\s 

me] 



vilr\ ^ic^ 1 _ 1— d- 'J * y t < — 








0 


4149 


1 


348 


2 


135 


3 


59 


4 


61 


5 


32 


6 


21 


7 


16 


8 


6 


9 


8 


10 


1 


11 


0 


12 


0 



[oo3o] mte+®imwm48oo<D?ib. ionm(D4k^ma&&&&^mx*®Lmw 

[0031] *7. 5U±<Dlk¥Wnizm^&Z^tc.mte^-®iMft; 
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DEL000 


YPR038W 


10 


DEL001 


YDL1S1C 


9 


DEL002 


YDR027C 


9 


DEL003 


YGL026C 


9 


DEL004 


YGR180C 


9 


DEL005 


YHR026S? 


9 


DEL006 


YHR038C- A 


9 


DEL007 


YRL080S 


9 


DELOOS 


YLR447C 


9 


DEL009 


YDR127W 


8 


DEL010 


YDR150W 


8 


DEL011 


YGL240W 


8 


DEL012 


YGR006W 


8 


DEL013 


YGR105W 


8 


DEL014 


YJR104C 


8 


DEL015 


YBL058S7 


7 


DEL016 


YCR028C 


7 


DEL017 


YDRI49C 


7 


DEL018 


YGL206C 


7 


DEL019 


YIL036B 


7 


DEL020 


YKL119C 


7 


DEL021 


YKR082W 


7 


DEL022 


YLR226S 


7 


DEL023 


YLR284C 


7 


DEL024 


YLR285W 


7 


DEL025 


YLR31 1C 


7 


DEL026 


YHL112S 


7 


DEL027 


YHR021C 


7 


DEL028 


Y0R221C 


7 


DEL029 


Y0R331C 


7 


DEL030 


YPR123C 


7 


DEL031 


YAL021C 


6 


DEL032 


YDL151C 


8 


DEL033 


YDR195W 


8 


DEL034 


YDR414C 


6 


DEL035 


YDR525»-A 


8 


DEL038 


YDR539W 


8 


DEL037 


YDR540C 


8 


DEL038 


YGL224C 


8 


DEL039 


YGL248C 


8 


DEL040 


YHRC605? 


6 



13*7-2] 
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DEL041 


YJL204C 


8 


DEL042 


YLR282C 


6 


DEL043 


YLR287C 


6 


DEL044 


YLR287C-A 


6 


DEL045 


YLR290C 


6 


DEL046 


YLR292C 


8 


DEL047 


YLR30BW 


8 


DEL048 


YLR381S 


6 


DEL049 


Y0L068C 


6 


DEL050 


Y0R026S 


6 


DEL051 


YPL018W 


8 


DEL052 


YBL042C 


5 


DEL053 


YBL056S 


5 


DEL054 


YBL063W 


5 


DEL055 


YBR279S 


5 


DEL056 


YDR148C 


5 


DEL057 


YDR363W-A 


5 


DEL05S 


YGL070C 


5 


DEL059 


YGL071S 


5 


DEL080 


YGL222C 


5 


DEL061 


YGL227W 


5 


DEL062 


YGR084C 


5 


DEL063 


YGR270S 


5 


DEL0B4 


YHL025W 


5 


DEL065 


YIR026C 


5 


DEL066 


YJL188C 


5 


DEL067 


YJL192C 


5 


DEL088 


YJL211C 


5 


DEL069 


YKL037W 


5 


DEL070 


YLR234H 


5 


DEL071 


YLR268C 


5 


DEL072 


YLR283S 


5 


DEL073 


YLR307» 


5 


DEL074 


YLR312C 


5 


DEL075 


YLR315W 


5 


DEL078 


YLR320S? 


5 


DEL077 


YLR344S 


5 


DEL078 


YLR345W 


5 


DEL079 


YLR354C 


5 


DEL080 


YHR032W 


5 


DEL081 


YPL030S 


5 


DEL082 


YPL129H 


5 


DEL083 


YPRC80C 


5 



[0032] MMM2 
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SDEL000, DEL002. DELOll. DEL014, DEL016, DEL019, DEL022, D 
EL025<D8#rC&5 o ZblZ.. ^fll£LTga^<DBY4743£fflV \fc 0 
[0033] 2)ftmm&fc<Dfcf$ 

p-YBR072W(YBR072W(D7 P n^e— ^— (DTfifE^GFP&ig^) & £7J?p-YPL171C ( 
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mWAfc^ L YBR072W<D7'tt— mm&£tttf})?& VrttY (SCPD : The 
Promoter Database of Saccharomyces cerevisiae(clTH^)(iH?US : -^l)?rPCR^j;9 

-efe§Oligo4.0-S, Sequencherl^^Vhs/v'cxJig^fflV^lgtfU ~7y^ — ^f'y^i "V 

GCAGTCAACGAGGAGCGAATCAG (@a^J#^-2) 

GTTAATTTGTTTAGTTTGTTTG (Ifi^lJ#-5§-3) 
£Ufc 0 PCR^^^^W—h^bT^^O^-feft: (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, Inc.)>lrfflV\ S^terfTflg<£>ars>MKOD DNA 
Polymerase ; =»— KKOD-101. Toyobo) ^^ffl Ufc c 

5pYES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W.^"— 

s.B.^yAn— x jjk#^5J{£, i^mti, pp.234-263, 2000))^ 

V^fc 0 £fc> -ft— ?^/*?UGFP&=i— FirStf])*?^^!^?*— pQBI 63 
(Cat no.54-0082, ^P3fe^^X||(tt))OGFP^§P^•(ia^JS-^4)?rfflV^fCo ft, p 
YES2(D#fi^n— (multiple cloning site) Ocp{CGFPO^y^l/^-^K 
£#ALfc^^— £fN£Lfc 0 #CWT? N pYES2<DGALl^d^e— (D§P^^» 

[0034] vLO^^K^^—^^^Saccharomyces cerevisiae BY4743 (YKO Plate 

sets: Yeast Deletion Homozygous Diploid complete set, ResGen , Invitrogen) 
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D^S^BJiSSaccharomyces cerevisiae BY47435rYPDJ$^200mHCTOD660^O. 5 

3) 2.5M<DV3-VJ»T~t^h250 n l^W^iT^o 

4) 300 n If o^blO u HD±m7 , 7X*\?'<??— &ffiMV, 30X;30fti%mirZ>o 

5) 700 n l<£>5O%PEG40003:M]U 30°C60ftMb?t%^'$-Z> o 

7) lMyyvif h— ;v~?2mfcfr~rz>o 

[0035] J^W^&<D?ifgJ'±il#^&il!l (SDigife (Yeast nitrogen base without amino acids 
(Difco 0919-15)+^/V3— X+T*ym(tX?-i». KU^tfofCo iSiRi# 



[0036] p-YPL171Cte&<D,J;5^LT!$MUho 

^»it^^-YPL171CO^°ci^— IB^IJ^tf ^Ky^l/^K (SCPD : The 
Promoter Database of Saccharomyces cerevisiaei£T[lfI;^)(@E3^J#T§-5)£rPCR}£<£9 

-Cfo5Oligo4.0-S, SequencherI-^^hs>i^Ji££ffl^T^frU 7^<-^t 
ACGCCCCTTCCTTTTTCCCTTTC (gE^J#^-6) 

CTTCTAAATTTAAACTTCGCTA (IH?U#-$§-7) 
irb/cio PCRfiT'^yw— h^LT^SO^-feft: (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, Inc.)&rav\ f^{irfr|g<D3rs/MKOD DNA 
Polymerase ; KKOD-10K Toyobo) Srffifflbfco 

5pYES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W.^"— /Wr-\ 
S.B.^y^n— X 3ft^*f^>JSa M#^5Kg, Mfil, pp.234-263, 2000))£ffl 
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Wc 0 *fc. ^y/^fGFP^- Vir^V^U^r^U^^— pQBI 63 

(Cat no.54-0082, f03feM^X||(tt))(DGFP(Dgp^(iB^J#-^4)?rfflV>/t o , p 
YES2<D#li^n— ^>^g|H£ (multiple cloning site)<W (CGFPO^y^l/^-^K 

[0037] ?kiZ, vLcD^^K^^— ^@£®Saccharomyces cerevisiae BY4743 (YKO Plate 
sets: Yeast Deletion Homozygous Diploid complete set, ResGen , Invitrogen) £r?fi> 

1) ff£#£fflJit3Saccharomyces cerevisiae BY4743^rYPDJ^J^200mHe:TOD660^O. 5 

2) ^0LT5mlOTE-bufFer^H^i-^ o 

4) 300^ l-f o^^bio/i i^>-hlE^^5:K-<^— ^m^nu, 30<G30#i#*i-5 o 

5) 700ju l(D5O%PEG4000$r^PL, 30X:60ftMb5tg^1rZ> o 

6) £-^3^(42^ 5#)^, m^-T^o 

7) lMy/Vtf h— /V-tr2[eI^^-i-6o 

[0038] ^Wfelk^fiifgfiiliRigifi (SDigi& (Yeast nitrogen base without amino acids 
(Difco 0919-15) + ^^— ^ + T^y^(t^^v ? >', n-fvO') {Cj^fTofco 5g|Ri# 

[0039] 3Mb#$3jf^g:t£t*!ifc 
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\\^mm&w&. 4t%mmmvtcmm<Digyt$:7ti— imm— (fitc^a* 

— , EPICS XL-MCL, Bechmancoulter) ^fflV^ff $!JU M.fc^FX&ZGFP 
(green fluorescence protein) (D^^MtVtCo 7a— <r-f^- dcWli&'J^ClJ? 

[0040] 4)^ 

jitfc^c^tcDELOOO, DEL002, DELOlb DEL014, DEL016, DEL019 
% DEL022, DEL025 (^7) *i£*YMlfob\j£lg&<0'7tt--- TsHrf 

o 

Hit jt^S^^^DEL011^^(Dl/'3(D^^i<:*3VNT^Mt^hy , 7A 

02tt, it^^^DELOll^^Ol/lOOaiaf, it^^^DEL014 
/&H/3000(D^g^ N jt^^^^^DEL016^i/3O^^tC*5V^T^Mt:^^-h 
U»7A{C^bfcr^^bTV >5„ 

5t^^*DEL002^^C01/3(Z)^^. 3tte^R«tfcDEL01 1 # 
l/3<DMf, DEL016^1/3<D$t^ N DEL019025/&U/3tf>^^ aHH^fifclg 
^DEL*U/3<^^^^^V^r^b^K^l7A{^^:bfcr^^b-CV^ 0 

04Hu 3Hk^^^»DELOOO^0^o1/3O^S, Jt^^^*DEL019^ 
l/100<D$iS, DEL022/&Si/10(Djt^ 5tfc^^g#cDEL025;aH/3<7^^ 

05tt, it^^«DEL011^^oi/10(D^S. «fc^$t^#:DEL016 

^<£>J;5K:, DEL000, DEL002, DELOll, DEL014. DEL016, DEL019. D 
EL02243iT^DEL025^, ^r-fc§BY4743i^^^ff^*J--r^l^^14^3^ 
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[0041] 

Jim 

a-D m&i*wmm&mfc&*> j tvYft)& 

7^3ott5YPR036W(DELOOO) „ YDL151C (DELOOl) , YGL026C (DEL003) . 
YHR039C-A(DELOO6) „ YKL080W (DEL007) % YLR447C (DEL008) , 
YGR006W(DELO12) „ YGR105W(DRLO13) , YJR104C (DEL014) . YGL206C ( 
DEL018) N YIL036W(DELO19) , YKL119C(DEL020) , YLR226W(DEL022) , 
YLR311C (DEL025) ^iliRU ^th^ti<nmfctt#^^i/^MV£ti:b*(Dftm 

ORFtC joit6N*»iJ (ORF(upper)) $o£X$CM%M®\ (ORF(lower)) Srffl V >fc 0 

•v— (DORFb(D^m^l (ORF(upper)*5j;7j?ORF(lower)) <D&£fe45&tlfe50bpb 



ORF (upper) [ T^gfeglT — 1> — | ORF (lower) 



(m 1 kb) 

[0042] a-2) =i^H°y">h' ^/^(Dff^ioXXfMM 

mMfc+&m& : kftf8.-fZ > m-3.W303 ag^Si ATCC200903 (MATa ade2-l 
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trpl-1 leu2-3 leu2-112 his3-ll his3-15 ura3-l canl-100)£W303 ai^S 
ATCC201238 (MAT a ade2-l trpl-1 leu2~3 leu2-112 his3-ll his3-15 ura3-l 
canl-100)£/BV^to W303a^-^m^XXfW303 a^^m(D=i>\i 0 ^h-^^i / f 

h--fe/KDf^^^J;tJ ? ^W^^ttrti|g0^h(S.c. easyComp™ Transformation Kit 
: Invitrogen^fflV^fco 

[0043] a-3) mm&&<Dmm 

[0044] b)*^m&~feft,^vm&r.m&;<Dftm 

Saccharomyces crevisiae a &£T$ a (D^&mCD^ffifc&M^-tg^'f&^-tKXVa 

m~ (Djt^^-^OV ^Tit^^-^^^f^^rff ofcW303 a^-^M (ATCC200903) 
£W303 ag^M(ATCC201238)£, ^^(^®3t^^^-^T/V:^L# 
flc^tt P 83-92) iCXVm-Bt&ff^ ^Homozygous diploids (*^"& ~{g#0 Srffrifc 
Lfc 0 £fc, W303 a^^Mirit^^- W^tT^^V >W303 agr^cDgh^HO^I 
(D^f^-efrV ^ Heterozygous diploids (^-^ngs-g- n f&ft:) £rfft£Lfc 0 

r<D#/^f^{^«t«9^7^*5tt?)DELOOO, DELOOU DEL003, DEL006 N DE 
L007, DEL008, DEL012, DEL013, DEL014. DEL018 S DEL019, DELO 
20, DEL022, DEL025(D*^^^~{g#£ffr&Lfc o DEL006, DEL014 
&£XJ t DEL022bm.te^#&mW&&&£tt^Tv&&r.fefc DELOO 
6—^n^-<gft\ DEL014— ^n^^-{^ft:. DEL022— ^ng^-fgffrfciB 
3£L $^{-DEL000^DEL014^^-fry t c^7 i u^'^— {g{fc(a~FN DELOOO/ 

[0045] c) :Ai^— ^— Tvte4mWfc&ifc<£>?E!$. 
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Mte^fflMW<DWLW-^$>ZWZOZ ATCC201239 (MATa/MAT a leu2-3/leu2-3 
Ieu2-112/leu2-112 trpl-l/trpl-1 ura3-l/ura3-l his3-ll/his3-ll his3-15/his3-15 
ade2-l/ade2-l canl-lOO/canl-lOO)^^^^^^^^^^^^^^ (D^\^r 

^<D^7^h% p-YBR072W(YBR072W£>:/n*— (DT^^GFP^il^) 
p-YPL171C(YPL171C<D^n^— ^—<DT^fE^GFP^3S^)trfflV^-C^«te^bfc 

o 

^it^^-YBR072WO^ p n^-^— IB^J^tf y ^ (SCPD : The 

Promoter Database of Saccharomyces cerevisiael31"Cf§i;u^) (B£^J : fi : 7§"l)£rPCRKlc£9 

iifg-t-Sfefe©^^— «rffc£Ufco tt^-Y-v— ISirffl^y^r-^T 

~e&5Oligo4.0-S, SequencherI^^^s/^J££fflV^TK:§rU T^<—Zf=7^ 

GCAGTCAACGAGGAGCGAATCAG (IB^J#^-2) 

GTTAATTTGTTTAGTTTGTTTG (I£?U#-5§-3) 
ibfCo PCRtelT^y'V— ht LTg^O^-feft: (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, Inc.)£fflV\ f^}*rrj|£03rs/h (KOD DNA 
Polymerase ; =i — KKOD- 1 0 h Toyobo) ^^ffi Ufc 0 

3pYES2(pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W.t-;>K 
S.B.7°yAn— X 3t^Hfef£tf>I)KJffi M*^5}&, igJStl, pp.234-263, 2000))£ffl 
V>7^o *fcu -v— ^y/^fGFPlrn- Ki-S^y^U'^Ktt^^— pQBI 63 
(Cat no.54-0082, faftmM^M(W))(r>GFP<D$$frm&\&-%-4)&m\<^tc 0 £1* , p 
YES2(D^M^ci— ^V^glS^ (multiple cloning site)Otpi-GFPO^y^^^K 
£rjf AUt-^^— SrffrE&Ut, #CVvC x pYES2<DGALl:/n^— COg^^S 
jt^^-efe^YBR072W(D7 P ci^— ^— IB^J^tfxKy^^l/^K^^b. @ W£ 

i-«^9^5K-<^^— 2r#fc GFP*3J;U?^n^e— ^— &Mfr§Stttf!)X?v>*ffi* 
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1) g£S;MSaccharomyces cerevisiae W3033rYPD*gi&200mH;iTOD660/^O. 5fc 

2) ^0b-C5ml(DTE-bufFer^^l®i-§ o 

3) 2.5M£>y^ATiT7Vh250 n L^^P^Sc 

4) 300 m H* o#Q£blO /x l£>_L!E:/5^K-<^— 30°C30#i#*t-5 o 

5) 700 ix l<7>5O%PEG4000£r8S;!jPU 30 < C60#^5i#*-f"3o 

7) lMy/Mfh— /V-C2lHlj5fe^-r5„ 

ff^W^^CO^IM^il^i^ifi (SDigife (Yeast nitrogen base without amino acids 
(Difco 0919-15)+^/^— ^+T^/m{Ty £ ^, fc^v^, hV^h^T^, n-fix 

p-ypli 7 ic \z.\scmW^fco 

^©it^T-YPL171C<7)^a^— ^— SH^lJ^-ti'^y^y (SCPD :The 

Promoter Database of Saccharomyces cerevisiae(^T9i^)(SB^ , J#"^*5)SrPCR{31J;9 

-efe?>Oligo4.0-S, Sequencherl^^h^iX^J&^JEV^-C^trU Ty'*—^^ 
ACGCCCCTTCCTTTTTCCCTTTC (SS^!j#-^6) 
CTTCTAAATTTAAACTTCGCTA (IE^J#-*§-7) 

PCRte^yV— htLTgt^tD^-feffc (Saccharomyces cerevisiae S288C, 
Cat.40802, Reserch Genetics, Inc.)£rfflV\ &Mt& Tfi9S.<D^yY (KOD DNA 
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Polymerase ; KKOD-lOh Toyobo) $M£JH bfc 0 

5pYES2(pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W.^"— 
S.B./!JAn- X jfcte^lftffrOJRiCS JPjC#^5j£, igJSfl, pp.234-263, 2000))«:ffl 
V>fc 0 *7c, -e— ^^fCGFP£^— K^J^J^V^KWy***— pQBI 63 
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